LIERSHER PYFNAATSL 2023518~128 REEMSHER (%) ARRE J-SPHET—5&D

HREF T L OMRBALORBEDHZEE. NA] LR

GPC (Sataphylococcus) #¥ | PCG | CEZ |[IPM/CS| EM |CLDM|LVEX| VCM | TEIC | LZD ST | MINO
Staphylococcus aureus 318.0 [25.8 |[74.5 |89.3 |53.5 [93.6 |57.1 |100.0 [100.0 |100.0 |100.0 [98.4
AFLY URSHERD R YskE (MssA) |178.0 [44.9 ]100.0 {100.0 [83.4 ]98.3 [90.3 100.0 1100.0
AF UmttEER J FyskE (MRSA) [(149.0 149 |87.8 [14.2 |100.0 |100.0 {100.0 |100.0 |96.6
a7 5—CEMEI FYUBE (CNS) [107.0 [58.9 84.1 [95.3 |87.9 (100.0 |100.0 |100.0 [97.2 [99.1
GPC (Streptococcus) %% [ABPC|PCG |CTX [CTRX[MEPM|EM _|CLDM|[LVEX [VCM
Streptococcus pneumoniae ﬁ;’ﬁﬁﬁiu%] 59.0 100.0 [100.0 [100.0 (86.4 25.4 61.0 94.8 100.0
Streptococcus pyogenes 14.0 [100.0 |100.0 {100.0 |100.0 92.9 192.9 [100.0
Streptococcus agalactiae 17.0 [100.0 |100.0 {100.0 |100.0 82.4 |76.5 |47.1
GPC (Enterococcus) %% |PCG |[ABPC|EM LVEX |VCM |TEIC [LZD [MINO
Enterococcus faecalis 178.0 199.4 [99.4 |9.7 94.8 [100.0 {100.0 |100.0 |37.9
Enterococcus faecium 58.0 [19.0 ([20.7 ]10.3 |17.2 ]100.0 |100.0 {100.0 |36.2
| GNR (B R4 B B 4 5) #%¥ [ABPC[PIPC [ssmerc[razirirc[CEZ [CMZ [CTX [CTRX|[CAZ [CFPM[AZT [MEPM[GM AMK |LVEX |ST
Escherichia coli (£4&) 630.0 [63.0 |65.2 |72.9 [98.1 |77.9 [99.8 [82.9 |83.4 [89.3 [85.4 [84.3 [100.0 |[89.4 ]100.0 [69.8 [86.0
Escherichia coli [CTX or CTRX or CAZR] |110.0 (0.0 0.0 37.3 198.2 (0.0 99.1 |0.0 0.9 35.8 |12.8 ]10.0 [100.0 |72.2 ]100.0 {21.3 [62.0
Klebsiella pneumoniae (£1{%) 280.0 |IR 60.5 |87.8 ]99.6 [91.4 [99.6 [92.8 [92.8 |98.6 ]93.8 ([95.7 [100.0 |93.8 [100.0 |97.4 |87.2
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 24.0 R 0.0 4.2 95.8 0.0 91.7 0.0 0.0 75.0 12.5 41.7 100.0 |25.0 100.0 |70.8 12.5
Klebsiella oxytoca 107.0 |IR 33.6 |75.7 ]96.3 ([34.3 [100.0 |99.0 (97.1 ]100.0 |100.0 {97.2 100.0 |98.1 [100.0 |99.0 ]96.2
Proteus mirabilis 72.0 [87.3 [86.1 ]94.4 [100.0 |94.4 ]100.0 [98.6 [100.0 ]100.0 {100.0 |100.0 |100.0 {90.3 [100.0 |91.7 [76.4
Proteus vulgaris 17.0 |R 47.1 ([64.7 ]100.0 |R 100.0 |50.0 [31.3 [94.1 ]94.1 ([82.4 [100.0 |100.0 {100.0 |100.0 |100.0
Enterobacter cloacae 82.0 |R 81.7 |[R 939 [R 2.6 75.6 |75.3 [81.0 [97.5 |[81.7 ]100.0 {98.7 [100.0 |97.5 [95.0
Klebsiella aerogenes 66.0 |R 75.4 |[R 93.8 [R 3.2 69.4 |71.0 |76.2 [95.2 [84.6 ]100.0 {98.4 [100.0 |96.8 [95.3
Citrobacter freundii 35.0 |R 77.1 |R 91.4 |[R 38.2 |85.3 |85.3 [80.0 [100.0 |85.7 (100.0 |97.1 ]100.0 {94.1 |87.5
Citrobacter koseri 39.0 (2.6 33.3 |97.4 ]100.0 {100.0 |[100.0 |100.0 {100.0 |100.0 |100.0 {100.0 |100.0 |100.0 {100.0 |100.0 |100.0
Serratia marcescens 38.0 |R 89.5 [R 81.6 |[R 59.5 |[NA 64.9 |73.7 [100.0 |[81.6 ]100.0 {92.1 [100.0 |100.0 [94.7
GNR (T FoEEHEEE) ¥ [PIPC [ssmmeecfrazrirc[CAZ  [CFPM[AZT [MEPM[iPM/ICS[GM AMK |LVEX |ST MINO
Pseudomonas aeruginosa 213.0 |187.0 88.0 |89.0 [88.0 [82.0 |87.0 |79.0 ([85.0 ]98.0 [93.0
Acinetobacter baumannii 18.0 |[77.8 ]100.0 [NA 100.0 |88.9 100.0 |100.0 {94.4 [100.0 ]100.0 {100.0 |100.0
Acinetobacter spp. 25.0 [72.0 [100.0 |NA 92.0 [92.0 100.0 |100.0 {96.0 [100.0 |96.0 [96.0 [100.0
Stenotrophomonas maltophilia 43.0 19.5 86.0 ]95.2 [100.0
GNR _(Zfth) ¥ [ABPC [ssaerc[cvanmec[CTX  [CTRX [MEPM[CAM [LVEX
Haemophilus influenzae 94.0 [69.1 |81.9 [85.1 ]100.0 {100.0 |96.8 [69.6 [98.9




