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GPC (Staphy |l ococcus) g e%| PCG |sBT/ABPC| CEZ |IPM/CS| TEIC | VCM LZD | LVEX | MINO | CLDM EM ST

Staphylococcus aureus 236 | 22.5 100 100 100 | 54.3 [98.7 [95.7 |47.2 100

AF URSHER T KYBKE (MSSA) 122 | 42.6 100 100 100 89. 3 100 197.5 |77.9 100

AFO) UMittEEA T K OERE (MRSA) 121 100 100 100 116.0 [96.7 [93.3 | 14.2 100

a7 5—EEED FoBRE (CNS) 69 |53.6 100 100 100 |83.8 100 191.2 [ 75.0 [95.6

GPC (Streptococcus) xgt%| PCG | ABPC | CTX | CTRX | MEPM [ VCM | LVFX | CLDM EM ST

Streptococcus pneumoniae [BfEARIALISM] 36 |[97.2 100 100 ] 94.4 100 194.4 [47.2 [19.4 |88.9

Streptococcus pyogenes 11 100 100 100 100 100 100 100

GPC (Enterococcus) wg#s| PCG | ABPC | TEIC | VCM LZD | LVEX | MINO

Enterococcus faecalis 155 100 100 100 100 100 ]196.1 | 36.2

Enterococcus faecium 62 19.7 119.4 100 100 100 [11.3 |42.6

GNR(BFRMIE BH#E) xtg % ABPC | PIPC |sBT/ABPC|TAZ/PIPC| CEZ CMZ CTX | CTRX | CAZ | CFPM | MEPM | AZT | LVEX | AMK GM MINO ST

Escherichia coli 515 [60.4 [63.0 |69.7 ]98.4 |74.1 100 183.0 [83.6 [88.8 |84.8 100 185.2 [69.4 100 186.3 [93.5 |[81.1
Escherichia coli [CTX or CTRX or CAZ R] 99 0.0 0.0 [31.3 197.0 | 0.0 ]99.0 10. 2 100 |115.2 [37.4 100 163.6 |91.9 |44.3
Klebsiella pneumoniae 238 R 50.6 | 76.1 |98.3 [83.5 [99.1 |86.8 |186.8 |94.0 |88.4 100 190.7 ]93.6 100 187.2 |81.7 [79.3
Klebsiel la pneumoniae [CTX or CTRX or CAZ R] 37 R 2.7 2.7 [86.5 [ 2.7 [94.6 13.9 100 | 35.1 | 64.9 100 |32.4 [18.9 | 8.1

Klebsiella oxytoca 76 R 34.2 173.0 196.1 [28.6 100 197.3 |94.5 100 100 100 ] 96.1 100 100 100 100 | 97.2
Proteus mirabilis 61 85.7 [88.1 [96.4 100 | 89.5 100 198.2 [98.1 [98.3 100 100 195.0 [84.7 [98.3 |91.5 R 84.7
Proteus vulgaris 12 R 33.3 133.3 100 R 100 |1 41.7 [33.3 [91.7 |83.3 100 |83.3 100 100 100 R 100
Enterobacter cloacae 15 R 66. 2 R 72.0 R R 57.5 |59.5 |62.7 |90.7 100 | 66.7 100 100 100 | 94.7 |97.3
Klebsiella aerogenes 43 R 60. 5 R 83.3 R R 61.0 |162.5 [63.4 [92.9 100 169.8 |97.7 100 100 190.7 ]90.7
Gitrobacter freundii 18 R 66. 7 R 88.9 R R 80.0 |180.0 |86.7 100 100 |183.3 |88.2 100 100 |188.2 |76.5
Citrobacter koseri 30 R 26.7 ]96.7 100 196.7 [96.7 [96.7 100 ] 96.7 100 100 196.7 |96.7 100 100 1100.0 |100.0
Serratia marcescens 29 R 79.3 R 86. 2 R R NA |81.5 [81.5 [96.4 100 | 86.2 100 ] 96.6 100 196.6 |100.0
GNR(T FO¥EIEHRER) xtgiese| PIPC [1Az/Pipc] CAZ | CFPM [ MEPM [IPM/CS] CPEX | LVEX [ AMK GM T0B | » aoruginosad i AR (& TH R

Pseudomonas aeruginosa 366 78 84 88 84 82 78 91 86 98 71 99

GNR_(Zmth) g% ABPGC [cvA/ampc|sBT/ABPC| GTX | GTRX | CAZ | MEPM | CPFX | LVEX | CAM ST

Haemophilus influenzae 63 |41.3 [87.3 [76.2 100 100 NA ]95.2 100 100 | 74.6 [46.0




